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<160> 4 



<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1449 
<212> DNA 

<213> Pseudomonas aeruginosa 



<400> 1 

tccgttctcc gacatcgagc aggccgagcg cgccctggcc gcctgggagg tgccgcatgc 60 

ttgagcctct tcgcctcagc cagttgacgg tcgcgctgga cgcccgcctg atcggcgagg 12 0 

acgccgtctt ttcggcggtt tccaccgaca gtcgcgccat cgggcccggc caactgttca 180 

ttgccctgag tgggccgcgt ttcgacggcc acgactatct cgccgaggtt gccgccaagg 240 

gcgcggtggc tgcgctggtg gagcgcgaag tcgccgacgc gcccttgccg caattgctgg 3 00 

tgcgcgatac ccgtgcggcc ctggggcgac tgggcgcgct gaaccggcgc aagttcaccg 360 

gcccgctggc ggccatgacg ggctccagcg gcaagaccgc ggtcaaggag atgctcgcca 420 

gcatcctgcg tacccaggcc ggcgatgccg agtcggtgct ggctacccgt ggcaatctga 480 

acaacgacct cggcgtaccg ctgaccctgc tgcaactggc gccgcagcac cgtagcgcag 540 

tgatcgaact gggcgcctcg cgcatcggcg agatcgccta cacggtcgag ctgacccgcc 600 

cgcacgtggc gatcatcacc aatgccggaa ccgcccatgt cggcgagttc ggcggaccgg 660 

agaagatcgt cgaggcgaag ggcgagatac tcgaagggct ggccgccgac ggcaccgccg 720 

tactgaacct ggacgacaag gccttcgaca cctggaaggc ccgtgccagc ggccgtccgt 7 80 

tgctgacttt ctccctcgac cggccccagg ccgatttccg cgccgccgat ctgcagcgcg 840 

atgcgcgcgg ctgcatgggc ttcaggctgc agggcgtagc gggtgaagcg caggtccagc 900 

tcaacctgct ggggcggcac aatgtcgcca atgccctggc tgcggccgct gccgcccatg 960 

cactgggcgt gccgctggat gggatcgtcg ccgggctgca ggcgctgcag ccggtcaagg 102 0 

gccgcgcggt agcgcaactg accgccagcg ggctgcgtgt gatagacgac agctacaacg 1080 

ccaaccccgc gtcaatgctg gcggcgattg atatactgag cggcttttcc gggcgcaccg 1140 

tcctggtcct cggagacatg ggcgaactcg gttcctgggc cgagcaggcc caccgcgagg 12 00 

tgggcgccta cgccgctggc aaggtgtccg cgctctatgc ggtcggaccg ctgatggccc 1260 

acgccgtaca ggcgttcggc gccacgggcc ggcacttcgc cgaccaggcc agcctgatcg 1320 

gggcgctggc caccgaacaa ccgacaacca ccattttgat caagggttcc cgcagtgcgg 13 80 

cgatggacaa agtcgtcgcg gcgctgtgcg gttcctccga ggagagtcac taatgctcct 1440 

gctgctggc 1449 



<210> 2 
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<211> 458 
<212> PRT 

<213> Pseudomonas aeruginosa 



<400> 2 
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5 










10 










15 




Arg 


Leu 


He 


Gly 


Glu 


Asp 


Ala 


Val 


Phe 


Ser 


Ala 


Val 


Ser 


Thr 


Asp 


Ser 








20 










25 










30 






Arg 


Ala 


He 


Gly 


Pro 


Gly 


Gin 


Leu 


Phe 


He 


Ala 


Leu 


Ser 


Gly 


Pro 


Arg 






35 










40 










45 








Phe 


Asp 


Gly 


His 


Asp 
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Leu 


Ala 


Glu 


Val 


Ala 


Ala 
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Gly 


Ala 


Val 
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Glu 


Val 
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65 










70 










75 










80 


Leu 
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Arg 
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Ala 
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Leu 
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Leu 
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90 










95 




Arg 


Arg 


Lys 


Phe 


Thr 


Gly 
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Ala 


Met 
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Ser 


Gly 








100 










105 










110 






Lys 


Thr 


Ala 


Val 


Lys 


Glu 


Met 


Leu 


Ala 


Ser 


He 


Leu 


Arg 


Thr 


Gin 


Ala 






115 










120 










125 








Gly 


Asp 


Ala 


Glu 


Ser 


Val 


Leu 


Ala 


Thr 


Arg 


Gly 


Asn 


Leu 


Asn 


Asn 


Asp 
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135 










140 










Leu 


Gly 


Val 


Pro 


Leu 


Thr 


Leu 


Leu 


Gin 


Leu 


Ala 


Pro 


Gin 


His 


Arg 


Ser 


145 










150 










155 










160 


Ala 


Val 


He 


Glu 


Leu 


Gly 


Ala 


Ser 


Arg 


He 


Gly 


Glu 


He 


Ala 


Tyr 


Thr 










165 










170 










175 




Val 


Glu 


Leu 


Thr 


Arg 


Pro 


His 


Val 


Ala 


He 


He 


Thr 


Asn 


Ala 


Gly 


Thr 








180 










185 










190 






Ala 


His 


Val 


Gly 


Glu 


Phe 


Gly 


Gly 


Pro 


Glu 


Lys 


He 


Val 


Glu 


Ala 


Lys 






195 










200 










205 








Gly 


Glu 


He 


Leu 


Glu 


Gly 


Leu 


Ala 


Ala 


Asp 


Gly 


Thr 


Ala 


Val 


Leu 


Asn 




210 










215 










220 










Leu 


Asp 


Asp 


Lys 


Ala 


Phe 


Asp 


Thr 


Trp 


Lys 


Ala 


Arg 


Ala 


Ser 


Gly 


Arg 


225 










230 










235 










240 


Pro 


Leu 


Leu 


Thr 


Phe 


Ser 


Leu 


Asp 


Arg 


Pro 


Gin 


Ala 


Asp 


Phe 


Arg 


Ala 










245 










250 










255 




Ala 


Asp 


Leu 


Gin 


Arg 


Asp 


Ala 


Arg 


Gly 


Cys 


Met 


Gly 


Phe 


Arg 


Leu 


Gin 








260 










265 










270 






Gly 


Val 


Ala 


Gly 


Glu 


Ala 


Gin 


Val 


Gin 


Leu 


Asn 


Leu 


Leu 


Gly 


Arg 


His 






275 










280 










285 








Asn 


Val 


Ala 


Asn 


Ala 


Leu 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


His 


Ala 


Leu 


Gly 




290 










295 










300 










Val 


Pro 


Leu 


Asp 


Gly 


He 


Val 


Ala 


Gly 


Leu 


Gin 


Ala 


Leu 


Gin 


Pro 


Val 


305 










310 










315 










320 


Lys 


Gly 


Arg 


Ala 


Val 


Ala 


Gin 


Leu 


Thr 


Ala 


Ser 


Gly 


Leu 


Arg 


Val 


He 










325 










330 










335 




Asp 


Asp 


Ser 


Tyr 


Asn 


Ala 


Asn 


Pro 


Ala 


Ser 


Met 


Leu 


Ala 


Ala 


He 


Asp 








340 










345 










350 






He 


Leu 


Ser 


Gly 


Phe 


Ser 


Gly 


Arg 


Thr 


Val 


Leu 


Val 


Leu 


Gly 


Asp 


Met 






355 










360 










365 








Gly 


Glu 


Leu 


Gly 


Ser 


Trp 


Ala 


Glu 


Gin 


Ala 


His 


Arg 


Glu 


Val 


Gly 


Ala 




370 










375 










380 










Tyr 


Ala 


Ala 


Gly 


Lys 


Val 


Ser 


Ala 


Leu 


Tyr 


Ala 


Val 


Gly 


Pro 


Leu 


Met 


385 
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395 










400 
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Ala His Ala Val 

Gin Ala Ser Leu 
420 

lie Leu lie Lys 
435 

Ala Leu Cys Gly 
450 



Gin Ala Phe Gly 
405 

lie Gly Ala Leu 

Gly Ser Arg Ser 
440 

Ser Ser Glu Glu 
455 



Ala, Thr Gly Arg 
410 

Ala Thr Glu Gin 
425 

Ala Ala Met Asp 
Ser His 



His Phe Ala Asp 
415 

Pro Thr Thr Thr 
430 

Lys Val Val Ala 
445 



<210> 3 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR Primer 



<400> 3 

tttcatatgc ttgagcctct tcgcctc 

<210> 4 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 4 

ttggatcctt agtgactctc ctcggag 
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